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Farleigh, K., A. Ascanio, M.E. Farleigh, D.R. Schield, D.C. Card, M. Leal, T.A. Castoe, and T.
Jezkova. Signals of differential introgression in the genome of natural hybrids of Caribbean anoles. In
Review at Molecular Ecology.

Schield, D.R., J.K. Carter, E.S.C. Scordato, L.I. Levin, S.A. Mueller, Z. Gompert, P. Nosil, J.B.W.
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2019  (2/2020 —2/2023) NSF — Division of Biological Infrastructure — Postdoctoral Research

Fellowships in Biology, Research Using Biological Collections Program: The evolution of mate-
choice traits and genomic architecture of speciation in swallows (genus Hirundo); Drew Schield,
PI ($207,000).

2019  Charlie Painter Award in Herpetology — Chiricahua Desert Museum — Project Title: The genomic

consequences of hybridization between divergent rattlesnake species (Crotalus viridis and
Crotalus scutulatus) ($1,000).

2017  Outstanding Graduate Research Award — University of Texas at Arlington Department of Biology

($500).

2015 Travel award for Society for the Study of Amphibians and Reptiles meeting — Phi Sigma

Biological Sciences Honor Society ($750).

2015 Research Grant — Phi Sigma Biological Honor Society ($5,000).
2015 NSF - Division of Environmental Biology — Systematics Panel: Doctoral Dissertation

Improvement Grant: DISSERTATION RESEARCH: Delineation of populations, species, and
genomic adaptations across a widely distributed venomous snake species complex; Todd Castoe
as Co-PI ($19,695).

2014 Travel award for Joint Evolution Meetings — Phi Sigma Biological Sciences Honor Society

($750).

2014  Sponsored membership — AAAS (2 years).
2013  Research Grant — Phi Sigma Biological Sciences Honor Society ($1,250).
2013  Travel award for Joint Evolution Meetings — Phi Sigma Biological Sciences Honor Society

($750)

2013  Travel Award — Evolution meeting, Snowbird, UT ($500).
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2011
2010

Travel Award — Mechanisms of Protein Evolution II meeting, Denver, CO ($500).

Enhanced Graduate Teaching Fellowship — University of Texas at Arlington ($120,000, over 5
years).

Jay Y. Roshal Award in Biology — University of Minnesota Motris ($500).

Undergraduate Research Opportunity Program — University of Minnesota Morris ($1,700).
Morris Student Administrative Fellowship — University of Minnesota Morris ($2,500).
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structural and functional properties of snake genomes. Gordon Research Conference on Venom
Evolution, Function, and Biomedical Applications. West Dover, VT.

Schield, D.R., Card, D.C., R.H. Adams, D.R. Schield, G.I.M. Pasquesi, B.W. Perry, A.B.
Corbin, K. Row, J.M. Daza, W. Booth, C.E. Montgomery, S.M. Boback, & T.A. Castoe.
Genomic basis of adaptive island dwarfism in Boa constrictor snakes. Genetics Society of
America — Population, Evolutionary, and Quantitative Genetics Meeting. Madison, W1.

Schield, D.R., D.C. Card, R.H. Adams, G.I.M. Pasquesi, B.W. Perry, N.R. Hales, A.L. Andrew,
A.B. Corbin, S.P. Mackessy, and T.A. Castoe. Repeated patterns of adaptation along the
speciation continuum: insight from studies of North American rattlesnakes. Joint Evolution
Meetings 2017. Portland, OR.

Schield, D.R., R.H. Adams, D.C. Card, B.W. Perry, T. Jezkova, A.L. Andrew, G.I.M. Pasquesi,
S.P. Mackessy, and T.A. Castoe. Patterns of speciation and delimitation of populations, species,
and genomic adaptations in widely-distributed North American rattlesnake lineages. Joint
Evolution Meetings 2016. Austin, TX.

Schield, D.R., G.M. Pasquesi, R.H. Adams, D.C. Card, and T.A. Castoe. Patterns of selection
and introgression following isolation and secondary contact in a widely-distributed rattlesnake
species (Crotalus atrox). Society for the Study of Amphibians and Reptiles Meeting. Lawrence,
KS.

Schield, D.R., M.R. Walsh, D.C. Card, A.L. Andrew, R.H. Adams, and T.A. Castoe.
EpiRADseq: a novel technique for the examination of genome-wide epigenetic patterns. Annual
Celebration of Excellence by Students (UTA-ACES), Arlington TX.

Schield, D.R., D.C. Card, S.P. Mackessy, and T.A. Castoe. Delineation of populations, species,
and genomic adaptations across a widely distributed venomous snake species complex.
Ecological Genomics Symposium. Kansas City, MO.



2014

2014

2014

2013

2013

2012

Schield, D.R., D.C Card, J. Reyes-Velasco, C.L. Spencer, T. Jezkova, and T.A. Castoe. Using
genome-wide single nucleotide polymorphisms to estimate patterns of gene flow and population
structure in Crotalus atrox. Joint Evolution Meetings 2014. Raleigh, NC.

Schield, D.R., D.C Card, J. Reyes-Velasco, F.N. Proctor, T. Jezkova, C.L. Spencer, H-W.
Herrmann, S.P. Mackessy and T.A. Castoe. Using genome-wide single nucleotide polymorphisms
to estimate patterns of gene flow and population structure in Crotalus atrox. Biology of the
Pitvipers 2, Tulsa, OK.

Schield, D.R., D.C Card, J. Reyes-Velasco, C.L. Spencer and T.A. Castoe. Using genome-wide
single nucleotide polymorphisms to estimate patterns of gene flow and population structure in
Crotalus atrox. Annual Celebration of Excellence by Students (UTA-ACES), Arlington, TX.

Schield, D.R., Proctor, F.N., Shaney, K.J., Reyes-Velasco, J., Card, D.C., Mackessy, S.P., T.A.
Castoe. Investigating gene flow, population genetics, and failed speciation in Western
Diamondback Rattlesnakes (Crotalus atrox). Joint Evolution Meetings, Snowbird, UT.

Schield, D.R., D.C. Card, K.J. Shaney, Q. Li, M. Yandell, S.P. Mackessy, T.A. Castoe.
Differential expansion of select gene families in squamate genomes. Mechanisms of Protein
Evolution II. Denver, CO.

Schield, D.R. and D.J. Baun. Habituation of anti-predator behavior and development of positive
feeding response to an otherwise negative stimulus in Ambystoma tigrinum. University of
Minnesota Morris Undergraduate Research Symposium. Morris, MN.

Invited Seminars

2023

2023

2022

2022

2022

2022

2021

2020

2019

Venom, sex, and speciation: Establishing links between the genome and species evolution using
population genetic perspectives. Department of Biology, University of Texas at Arlington,
Arlington, TX.

Venom, sex, and speciation: Establishing links between the genome and species evolution using
population genetic perspectives. Department of Biology, University of Virginia, Charlottesville,
VA.

Establishing links between genome evolution, adaptation, and speciation using population-level
perspectives. Department of Biology, Texas Christian University, Fort Worth, TX.

Venom, sex, and speciation: Establishing links between the genome and species evolution using
population-level perspectives. Department of Ecology and Evolutionary Biology, University of
Colorado Boulder, Boulder, CO.

The maintenance of adaptive genetic diversity in rattlesnake venom. European Venom Network
(EUVEN).

The roles of balancing selection and recombination in rattlesnake venom evolution. Biology
Department, Texas A&M University, College Station, TX.

The roles of balancing selection and recombination in rattlesnake venom evolution. Evol Doers
Discussion Group, University of Nevada Reno, Reno, NV.

The role of the Z chromosome in barn swallow speciation. Speciation and Introgression
Discussion Group, University of California Berkeley, Berkeley, CA.

The origins and evolution of chromosomes and the recombination landscape in snake genomes.
Department of Biology Seminar, Miami University, Oxford, OH.
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2019

2017

Snake genomes illustrate links between genome structure, function, and evolution. Biology
Department Graduate Recruitment Seminar, University of Texas at Arlington, Arlington, TX.

Repeated patterns of adaptation across the species continuum in North American rattlesnakes.
University of Minnesota. St. Paul, MN.
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Media Coverage

2022

2021

2021

2019

2017

2017

2015

2015

2015

2014

2013

Official press releases from CU (“To keep up with evolving prey, rattlesnakes tap genetically
diverse venom toolbox”) and UTA (“New genomic research explains how predator-prey
relationships drive extreme variation in snake venom”) for our work in Schield et al. 2022 Nature
Ecology and Evolution on venom evolution, with popular press coverage in (selected examples):
Yahoo! News, Foreign Affairs New Zealand, Technology.Org, EurekAlert, Bioengineer.Org, and
National Science Foundation Research News.

Article “Lab turns critical eye on itself, aims to retain diverse voices” in Colorado Arts and
Sciences Magazine covering our interactive process to retain diversity in STEM described in
Alaya et al. 2021 TREE.

Blog post “Behind the Science: Male-biased mutation rates in snakes” by the American Genetics
Association covering work in Schield et al. 2021 J. Heredity.

Press release on our work in Schield et al. 2019 Genome Research on the prairie rattlesnake
genome covered by the UTA College of Science Newsletter.

Press coverage by The Scientist (“Snake Sex Determination Dogma Overturned”), Reddit, and
others, of our recent paper (Gamble et al. 2017 Current Biology) that provides the first evidence
that some snakes have an XY (i.e., mammal-like) sex determination system, despite decades of
thought that all snakes have a ZW (i.e., bird-like) system. This paper was also featured by a
commentary article in the same edition of the journal: Emerson, J.J. 2017. Evolution: A paradigm
shift in snake sex chromosome genetics. Current Biology 27: R800-R803.

Press coverage by Biomedcentral (BMC) Series Blog — “In the belly of the beast” of our paper in
BMC Genomics describing the molecular mechanisms underlying organ regenerative growth in
pythons (Andrew et al. 2017 BMC Genomics).

Press coverage by the American Society of Physiologists of our work on python intestinal
regenerative growth (Andrew et al. 2015 Physiological Genomics), published in the quarterly
APS Newsletter, and also covered by UTA College of Science Newsletter.

UTA COS Mavwire featured story on my research and recent award of an NSF Doctoral
Dissertation Improvement Grants.

Featured by UTA Inquiry Magazine for work on snake genomics and physiological organ
remodeling in snakes.

Popular press coverage of our work on the evolution of venom systems in snakes (Reyes-Velasco
et al., 2015, Molecular Biology and Evolution) by UTA (official press release), Science Daily,
Nature World News, RedOrbit, Digital Journal, Science Codex, Science World Report, French
Tribune, Planet Earth, Design and Trend, and Phys.Org, as well as UTA COS Mavwire.

Extensive editorial coverage of our work on the analysis and publication of the first snake
genomes, by popular news media (only selected examples included): NBC News, The Daily News,
Huffington Post, ScienceNow, Denver News, New Scientist, American Free Press, EurekAlert,
GenomeWeb, Headlines & Global News, RedOrbit, University Herald, Science Recorder, Nature
World News, Mother Nature Network, ScienceDaily, LiveScience, International Business Times,
Latino Post, Radio Canada, French Tribune, Tehran Times, and News Tonight Africa.
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Student Advising and Training

As a Ph.D. student and postdoctoral fellow in the laboratory of Dr. Castoe at the University of Texas at
Arlington, I assisted Dr. Castoe in mentoring six undergraduate researchers, Frances Proctor, Zachary
Rodrigues, Nicole Hales, Nour Louzon, Ola Moussa, and Kristopher Row, in semi-independent
research projects. I trained these students in molecular laboratory techniques, including next-generation
library construction and sequencing, and advised them in developing computational approaches to
analyze data. Several of these students presented at academic conferences and co-authored peer-reviewed
publications, and five of these students have since pursued graduate degrees in biology and related fields.
As a postdoctoral researcher, I also mentored to Ph.D. students Zachary Nikolakis and Richard Orton
in population genetic theory, genomic data generation, and analysis. I have also mentored Ph.D. student
Javan Carter in topics related to phylogenomic and population genomic analyses and population genetic
theory, and postbaccalaureate student Avani Fachon and Ph.D. student Heather Kenny Duddela in
molecular lab work techniques as a postdoctoral fellow in Dr. Rebecca Safran’s lab at University of
Colorado.

Teaching Experience

Instructor Spring 2022 & 2023
University of Colorado Boulder, Boulder, CO
Instructor of record for undergraduate/graduate Speciation course.
Guest Instructor Summer 2021
University of Colorado Boulder, Boulder, CO
Guest instructor for lesson on population structure for undergraduate Evolutionary Genomics course.
Guest Lecturer Spring 2018
University of Texas at Arlington, Arlington, TX
Guest lecture — the molecular biology of translation for undergraduate Genetics course.
Guest Lecturer Fall 2014 & 2015
University of Texas at Arlington, Arlington, TX
Guest lecture — the fundamentals of epigenetics: function, mechanisms, and development for
undergraduate/graduate Genomics course.
Supplementary Instructor Fall 2014 — Summer 2017
University of Texas at Arlington, Arlington, TX
Supplementary instruction to students in the undergraduate Genetics course
Graduate Teaching Assistant Fall 2012 — Summer 2017
University of Texas at Arlington, Arlington, TX
Laboratory instructor for semester long undergraduate course Ecology and Evolution (BIOL1442).

Professional Society Memberships

Society for the Study of Evolution — member (2013 — present)

American Society of Naturalists — member (2020 — present)

American Genetics Association — member (2020 — present)

Society of Systematic Biologists — member (2014 — present)

Snake Genomics Consortium — member (2013 — present)

Society for the Study of Amphibians and Reptiles — member (2011 — present)
American Academy of Arts & Sciences — member (2014-2016)
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Service

Program organizer — Conference of the American Society of Naturalists (Asilomar), Pacific Grove, CA

Graduate Mentor — University of Texas at Arlington [-ENGAGE Program (Summer 2014)

Session moderator — Joint Evolution Meetings 2014, Raleigh, NC

Graduate student volunteer — Joint Evolution Meetings 2013, Snowbird, UT

Vice President — Phi Sigma Biological Honor Society, Beta Phi Chapter (Fall 2013 — Summer 2015)

Ad hoc manuscript reviewer — Ecology Letters, Nature Communications, Molecular Biology and
Evolution, Evolution Letters, Systematic Biology, Evolution, Molecular
Ecology, Briefings in Bioinformatics, Philosophical Translations of the

Royal Society B: Biological Sciences, Journal of Biogeography, Heredity,

Genome Biology and Evolution, Molecular Phylogenetics and Evolution,
Journal of Heredity, BMC Biology, BMC Ecology and Evolution, G3:
Genes, Genomes, Genetics, PLOS One, Scientific Reports, Genomics,
Biological Journal of the Linnean Society, Chromosome Research, Ecology
and Evolution, Toxicon, Zoological Journal of the Linnean Society,
Journal of Herpetology, Phyllomedusa, Conservation Genetics, and
Herpetological Conservation and Biology

Professional References

Rebecca J. Safran, Ph.D. — postdoctoral advisor

Professor — Department of Ecology and Evolutionary Biology

University of Colorado Boulder
Boulder, CO 80309
Office: 303-735-1495
Email: Rebecca.safran@colorado.edu

Todd A. Castoe, Ph.D. — Ph.D./postdoctoral advisor
Associate Professor — Department of Biology
University of Texas at Arlington
Arlington, TX 76019

Office: 817-272-9084
Email: Todd.castoe@uta.edu

Stephen P. Mackessy, Ph.D. — collaborator
Professor - Dept. of Biological Sciences
University of Northern Colorado
Greeley, CO 80639

Office: 970-351-2429
Email: Stephen.mackessy@unco.edu

Tereza Jezkova, Ph.D. — collaborator
Assistant Professor - Dept. of Biology
Miami University
Oxford, OH 45056
Office: 513-529-4254
Email: Jezkovt@miamioh.edu
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